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Supplementary Figure 9.
The potential of PHE to disrupt M1 oligomerization at M1-M1 interfaces via steric incompatibility at multiple interaction sites, shown with top-ranked blind docking poses and within the context of the proposed oligomerization model described in Xie et al. 2013 and depicted in the lower-right cartoon. The docked poses introduce obvious steric clashes with adjacent subunits that would disrupt oligomerization. Ribbons are colored by subunit, as shown in the cartoon. Yellow Connolly surfaces represent PHE at the initial topranked pose from VS; other surfaces are colored by subunit.
